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SEQUENCE LISTING 

<110> VIRGIN, HERBERT W. 

<120> MURINE CALICIVIRUS 

<130> 56029-45752 

<140> 
<141> 

<150> 60/440,016 

<151> 2003-01-14 

<160> 54 

<170> Patentln version 3.2 

<210> 1 
<211> 7726 
<212> DNA 

<213> Murine Norovirus type 1 
<220> 

<221> misc_feature 
<222> (147) . . (5024) 
<223> ORF1 

<220> 

<221> misc_feature 
<222> (5057) . . (6682) 
<223> ORF2 

<220> 

<221> misc_f eature 

<222> (6682) . . (7305) 

<223> ORF3 

<400> 1 



gtgaattcta 


gaaggcaacg 


ccatcttctg 


cgccctctgt 


gcgcaacaca 


gagaaacgca 


60 


aaaacaagaa 


ggcttcgyct 


aaagctagtg 


tctcctttgg 


agcacctagc 


cccctctctt 


120 


cggagagcga 


agacgaartt 


aattacatga 


cccctcctga 


gcaggaagct 


cagcccggcg 


180 


cccttgcggc 


ccttcatgcg 


gaagggccgc 


ttgccgggct 


ccccgtgacg 


cgtagtgatg 


240 


cacgcgtgct 


gatcttcaat 


gagtgggagg 


agaggaagaa 


gtctgatccg 


tggctacggc 


300 


tggacatgtc 


tgataaggct 


atcttccgcc 


gttaccccca 


tctgcggcct 


aaggaggata 


360 


ggcctgacgc 


gccctcccat 


gcggaggacg 


ctatggatgc 


caaggagcct 


gtgatcggct 


420 


ctatcttgga 


gcaggatgat 


cacaagtttt 


accattactc 


tgtctacatc 


ggtggcggcc 


480 


ttgtgatggg 


ggtcaacaac 


cccagtgctg 


cggtctgcca 


ggcaacgatt 


gatgtggaga 


540 
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agctacacct 


ctggtggcgg 


cctgtctggg 


agccccgcca 


wccccttgac 


tcggctgagt 


600 


tgaggaagtg 


cgtgggcatg 


actgtcccct 


acgtggccac 


caccgtcaac 


tgttatcagg 


660 


tctgctgctg 


gattgttggc 


atcaaggaca 


cctggctgaa 


gagggcgaag 


atctctagag 


720 


atctgccctt 


ctacagcccc 


gtccaggact 


ggaacgtcga 


cccccaggag 


cccttcattc 


780 


catccaagct 


caggatggtc 


tcggatggca 


tcctggtggc 


cttgtcggca 


gtgattggcc 


840 


ggccaattaa 


gaacctactg 


gcctcagtta 


agccgctcaa 


cattctcaac 


atcgtgctga 


900 


gctgtgattg 


gaccttttcg 


ggcattgtca 


atgccctgat 


cttgcttgct 


gagctctttg 


960 


acatcttttg 


gaccccccct 


gatgtracca 


rctggatgat 


ctctatcttc 


ggggaatggc 


1020 


aggccgaagg 


gcccttcgac 


cytgctcttg 


acgtggtgcc 


caccctgttg 


ggcgggatcg 


1080 


ggatggcttt 


tggcctcrcc 


tctgagacca 


tcgggcgcaa 


gctcdcttcc 


accaactcgg 


1140 


ctctcaaggc 


cgcccaagag 


atgggcaagt 


tcgccataga 


ggtcttcaag 


caaattatgg 


1200 


cctggatctg 


gccctctgag 


gacccagtgc 


cagccctctt 


atccaacatg 


gagcaggcca 


1260 


tcattaagaa 


tgagtgtcaa 


ctdgagaacc 


aactcacggc 


catgttgcgg 


gatcgcaacg 


1320 


caggggctga 


attcctvagg 


tcccttgatg 


aggaggagca 


ggaagtccgc 


aagatcgcag 


1380 


ctaagtgcgg 


caactcggcc 


accactggaa 


ccaccaacgc 


tctgctggcc 


aggatcagca 


1440 


tggcccgcgc 


ggcctttgag 


aaagctcgcg 


ctgaacagac 


ctcccgagtc 


cgccctgtgg 


1500 


tgdtcatggt 


ctcaggcagg 


cccgggatcg 


ggaaaacctg 


cttttgccaa 


aacctagcca 


1560 


agaggattgc 


tgcgtccctg 


ggtgatgaga 


cctctgttgg 


catcatacca 


cgcgctgatg 


1620 


tcgaccactg 


ggatgcttac 


aagggagcca 


gagtggttct 


ctgggatgat 


ttcggcatgg 


1680 


acaacgtggt 


gaaggatgca 


ctgaggcttc 


agatgcttgc 


cgacacgtgc 


ccagtgacac 


1740 


tcaattgtga 


caggattgag 


aacaagggaa 


agatgyttga 


ctctcaggtc 


attatcatca 


1800 


ccacaaatca 


acaaaccccc 


gygcccctgg 


actatgtcaa 


cctggaggcg 


gtctgccgcc 


1860 


gcatagattt 


cctggtttat 


gmtgagagcc 


ctgttgttga 


tgatgctcgg 


gccagagccc 


1920 


ctggcgatgt 


gaatgcagtg 


aaagctgcca 


tgaggcccga 


ttacagccac 


atcaatttca 


1980 


tcttggcacc 


gcagggcggc 


tttgaccgtc 


gggaaacacc 


ccctacggta 


agggcgtcac 


2040 


caagatcatt 


ggcgccactg 


ctctttgcgc 


gagagcggtt 


gctcttgtcc 


atgagcgcca 


2100 


tgatgatttc 


ggcctccaga 


acaaggtcya 


tgactttgat 


gcgcgcaarg 


tcaccgcctt 


2160 


caaagccatg 


gcggctgacg 


ccggcattcc 


atggtacaaa 


atggcagcta 


ttgggtgcaa 


2220 


agcaatgggg 


gtgcacctgt 


gtagaggagg 


ccatgcattt 


acttaaggat 


tatgaggtgg 


2280 
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ctccctgtca 


ggtgatctac 


aatggtgcca 


cctataatgt 


gagctgcatc 


aagggtgccc 


2340 


caatggttga 


aaaggtcaag 


gagcctgaat 


tgcccaaaac 


acttgtcaac 


tgtgtcagaa 


2400 


ggataaagga 


ggcccgcctc 


cgctgctact 


gtaggatggc 


tgctgacgtc 


atcacgtcca 


2460 


ttctgcaggc 


ggccggcacg 


gccttctcta 


tttaccacca 


gattgagaag 


aggtctagac 


2520 


catcctttta 


ttgggatcat 


ggatacacct 


accgtgacgg 


acctggatcc 


tttgacatct 


2580 


ttgaggatga 


cgatgatggg 


tggtaccact 


ctgagggaaa 


gaagggcaag 


aacaagaagg 


2640 


gccgggggcg 


acccggagtc 


ttcagaaccc 


gtgggctcac 


ggatgaggag 


tacgatgaat 


2700 


tcaagaagcg 


ccgcgagtct 


aggggcggca 


agtactccat 


tgatgattac 


ctcgctgrcc 


2760 


gcgagcgaga 


agaagaactc 


ctggagcggg 


acgaggagga 


ggctatcttc 


ggggayggct 


2820 


tcgggttgaa 


ggccacccgc 


cgttcccgca 


aggcagagag 


agccaaactg 


ggcctggttt 


2880 


ctggtggcga 


catccgcgcc 


cgcaagccga 


tcgactggaa 


tgtggttggc 


ccctcctggg 


2940 


ctgacgatga 


ccgccaggtc 


gctacggcga 


gaagatcaac 


tttgaggccc 


cagtytccat 


3000 


ctggtcccgt 


gttgtgcagt 


tcggcacggg 


gtggggcttt 


tggggtgagc 


ggccacgtct 


3060 


tcatcaccgc 


caagcatgtg 


gcgcccccca 


agggcacgga 


gatctttggg 


cgcaagcccg 


3120 


gggacttcac 


tgtcrcttcc 


agcggggact 


tcttgaagta 


ctacttcacc 


agcgccgtca 


3180 


ggcctgacrt 


tcccgccatg 


gtcctggaga 


atgggtgcca 


ggagggcgtc 


gtcgcctcgg 


3240 


tccttgtcaa 


gagagcctcc 


ggcgagatgc 


ttgccctggc 


tgtcaggatg 


ggttcacagg 


3300 


ccgccatcaa 


gattggtagt 


gccgttgtgc 


atgggcaaac 


tggcatgctc 


ctgactggct 


3360 


ctaatgccaa 


ggcccaggac 


ctcgggacca 


tcccgggcga 


ctgtggctgt 


ccctatgttt 


3420 


ataagaaggg 


taacacctgg 


gttgtgattg 


gggtgcacgt 


ggcggccact 


aggtctggta 


3480 


acacagtcat 


tgccgccact 


cacggagaac 


ccacacttga 


ggctctggag 


ttccagggac 


3540 


cccccatgct 


tccccgcccc 


tcaggcacct 


atgcaggcct 


ccccatcgcc 


gattacggcg 


3600 


acgc t ccccc 


ct tgagcacc 


ciciyciC-<_.cll_yL. 






aaacttcccc 


3660 


ctggggcttg 


ggagccagcc 


tatctcggct 


ctaaagatga 


gagggtggac 


ggtccttccc 


3720 


ttcagcaggt 


catgcgagat 


cagcttaagc 


cctattcaga 


accacgcggt 


ctgcttcccc 


3780 


ctcaagaaat 


ccttgatgca 


gtctgcgacg 


ccattgagaa 


ccgccttgag 


aacacccttg 


3840 


aaccacagaa 


gccctggaca 


tttaagaagg 


cttgtgagag 


cttggacaag 


aacaccagya 


3900 


gygggtatcc 


ctatcacaag 


cagaagagca 


aggactggac 


ggggagcgct 


tttattggcg 


3960 
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rtcttggtga 


ccaggccacc 


cacgccaaca 


acatgtatga 


gatgggtaaa 


tccatgcgac 


4020 


ccatttatac 


agctgccctc 


aaggatgaac 


tggttaagcc 


agacaagatc 


tacgggaaga 


4080 


taaagaagag 


gcttctctgg 


ggctctgacc 


ttgrcaccat 


gattcgcgct 


gcccgtgcyt 


4140 


ttggcccttt 


ctgtgatgct 


ctgaaagaar 


cctgcatttt 


caaccccatc 


agagtgggca 


4200 


tgtcgatgaa 


cgaagatggc 


cccttcatct 


tcgcaagaca 


cgccaatttc 


aggtaccaca 


4260 


tggatgctga 


ctataccagg 


tgggactcca 


cccaacagag 


agccatccta 


aagcgcgctg 


4320 


gygacatcat 


ggygcgcctc 


tcccctgagc 


cagacttggc 


tcgggttgtc 


atggatgatc 


4380 


tcctggcccc 


ctcgctgttg 


gacgtcggcg 


actrtaagat 


cgttgtcgag 


gaggggctcc 


4440 


catccggctg 


cccttgcacc 


acacagctga 


atagtttggc 


tcactggatt 


ttgacccttt 


4500 


gtgcaatggt 


tgaggtaacc 


cgagttgacc 


ctgacattgt 


gatgcaagaa 


tctgagttyt 


4560 


ccttctatgg 


tgatgacgag 


gtggtttcga 


ccaacctcga 


gttggatatg 


gttaagtaca 


4620 


ccatggcttt 


gaggcggtac 


ggtctcctcc 


cgactcgcgc 


ggacaaggag 


gagggacctc 


4680 


tggagcgtcg 


ccagacgctg 


cagggcatct 


ccttcctgcg 


ccgtgcgata 


gttggtgacc 


4740 


agtttgggtg 


gtacggtcgt 


cttgatcgtg 


ccagcatcga 


ccgccagctc 


ctctggacta 


4800 


aaggacctaa 


ccaccagaac 


ccctttgaga 


ctctccctgg 


acatgctcag 


agaccctccc 


4860 


aactaatggc 


cctgctcggt 


gaggctgcca 


tgcatggtga 


aaagtattac 


aggactgtgg 


4920 


cttcccgtgt 


ctccaaggag 


gccgcccaaa 


gtgggatara 


aatggtagtc 


cccacgccac 


4980 


cgatctgttt 


tgcgctgggt 


gcgctttgga 


acaatggatg 


ctgagacccc 


gcaggaacgc 


5040 


tcagcagtct 


ttgtgaatga 


ggatgagtga 


tggcgcagcg 


ccaaaagcca 


atggctctga 


5100 


ggccagcggc 


caggatcttg 


ttcctgccgc 


cgttgaacag 


gccgtcccca 


ytcaacccgt 


5160 


ggctggcgcg 


gctcttgccg 


cccccgccgc 


cgggcaaatt 


aaccaaattg 


rcccctggat 


5220 


cttccaaaat 


tttgtccagt 


gcccccttgg 


tgagttttcc 


atttcgcctc 


gaaacacccc 


5280 


aggtgaaata 


ctgtttgatt 


tggccctcgg 


gccagggctt 


aacccctacc 


ttgcccacct 


5340 


ctcagccatg 


tacaccggct 


gggttgggaa 


crtggaggtt 


cagctggtcc 


tcgccggcaa 


5400 


tgcctttact 


gctggcaagg 


tggttgttgc 


ccttgtacca 


ccctattttc 


ccaaggggtc 


5460 


actcaccact 


gcccagatca 


catgcttccc 


acatgtcatg 


tgtgatgtgc 


gcaccctgga 


5520 


gcccattcaa 


ctccctcttc 


ttgatgtgcg 


tcgagtcctt 


tggcatgcta 


cccaggatca 


5580 


agaggaatct 


atgcgcctgg 


tttgcatgct 


gtacacgcca 


ctccgcacaa 


acagcccggg 


5640 


tgatgagtct 


tttgtggtct 


ctggccgcct 


tctttctaag 


ccggcggctg 


atttcaattt 


5700 
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tgtctaccta 


actcccccca 


tagagagaac 


catctaccgg 


atggtcgact 


tgcccgtgat 


5760 


acagccgcgg 


ctgtgcacgc 


acgcacgttg 


gcctgccccg 


gtctatggtc 


tcttggtgga 


5820 


cccatccctc 


ccctcaaatc 


cccagtggca 


gaatggaagg 


gtgcacgttg 


atgggaccct 


5880 


gcttggtacc 


accccaatct 


ccggttcatg 


ggtgtcctgc 


tttgcgkcgg 


aggctgccta 


5940 


taagttccaa 


tcgggcaccg 


gtgaggtggc 


gacattcacc 


ctgattgagc 


aggatggatc 


6000 


tgcctacgtc 


cccggtgaca 


gggcagcacc 


actcgggtta 


ccccgatttc 


tctgggcaac 


6060 


tggagatcga 


ggtccagacc 


gagaccacca 


agactggaga 


caagctcaag 


gtcaccactt 


6120 


tgagatgatt 


cttggcccaa 


cgaccaacgc 


ggaccaggcc 


ccctaccagg 


gcagggtgtt 


6180 


cgccagcgtc 


actgctgcgg 


cctctcttga 


cttggtggat 


ggcagggttc 


gtgcggtccc 


6240 


aagatccatc 


tacggttttc 


aggacaccat 


ccctgaatac 


aacgatgggc 


tactggttcc 


6300 


ccttgccccc 


ccaattggtc 


cctttctccc 


cggcgaggtc 


ctcctgaggt 


tccggaccta 


6360 


catgcgtcag 


atcgacaccg 


ctgacgccgc 


agcagaggcg 


atagactgtg 


cactccccca 


6420 


ggagtttgtc 


tcctggttcg 


cgtctaacgc 


gttcaccgtg 


cagtccgagg 


ccctgctcct 


6480 


tagatacagg 


aacaccctga 


ctgggcaact 


gctgttcgag 


tgcaagctct 


acaacgaagg 


6540 


ttacatcgcc 


ttgtcttatt 


ccggctcagg 


acccctcacc 


ttcccgaccg 


atggcatctt 


6600 


tgaggtcgtc 


agttgggttc 


ctcgccttta 


ccaattggcc 


tctgtgggaa 


gtttggcaac 


6660 


aggccgaatg 


ctcaaacaat 


aatggctggt 


gctctttttg 


gagcgattgg 


aggtggcctg 


6720 


atgggcataa 


ttggcaattc 


catctcaaat 


gttcaaaacc 


ttcaggcaaa 


caaacaattg 


6780 


gcagctcagc 


aatttggtta 


taattcttcc 


ctgcttgcaa 


cgcaaattca 


agcccagaag 


6840 


gatctcactc 


tgatggggca 


gcaattcaac 


cagcagctcc 


aaaccaactc 


tttcaagcac 


6900 


gacttggaaa 


tgcttggcgc 


tcaggtgcaa 


gcccaggcgc 


aggcccagga 


gaacgccatc 


6960 


aatatcaaaa 


cggcgcagct 


ccaggccgca 


ggcttttcaa 


agacagatgc 


cacacgcctt 


7020 


gcct tggggc 






aattaatcta 


qqacqcqqta 


ctacaccgct 


7080 


aaccagccag 


tcacgggctt 


ctcgggtggc 


tttaccccaa 


cctacactcc 


aggtaggcaa 


7140 


gtgacatccc 


gccctgtgga 


cacatcccct 


ctaccgatct 


cgggtggacg 


cttgccctcc 


7200 


cttcgtggag 


gttcctggtc 


cccgcgcgac 


catacgccgg 


cgactcaagg 


cacctacacg 


7260 


aacggacggt 


tcgtgtctct 


ccctaagatc 


gggagtagca 


gggcataggt 


tggaagagaa 


7320 


accttttgtg 


aaaatgattt 


ctgcttactg 


ctttcttttc 


tttgtggtag 


ttagatgcat 


7380 
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ttcgagggcc gtggattggt ctgggacgcg gtactacacc gctaaccagc cagtcacggg 744 0 

cttctcgggt ggctttaccc caacctacac tccaggtagg caagtgacat cccgccctgt 7500 

ggacacatcc cctctaccga tctcgggtgg acgcttgccc tcccttcgtg gaggttcctg 7560 

gtccccgcgc gaccatacgc cggcgactca aggcacctac acgaacggac ggttcgtgtc 762 0 

tctccctaag atcgggagta gcagggcata ggttggaaga gaaacctttt gtgaaaatga 7680 

tttctgctta ctgctttctt ttctttgtgg tagttagatg catttc 7726 

<210> 2 
<211> 1625 
<212> PRT 

<213> Murine Norovirus type 1 



<220> 

<221> misc_f eature 
<222> (145) . . (145) 
<223> Variable amino acid 



<220> 

<221> mi sc_f eature 
<222> (282) . . (282) 
<223> Variable amino acid 



<220> 

<221> misc_feature 
<222> (299) . . (299) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (318) . . (318) 
<223> Variable amino acid 



<220> 

<221> misc_feature 
<222> (327) . . (327) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (453) . . (453) 
<223> Variable amino acid 



<220> 

<221> misc_feature 
<222> (544) . . (544) 
<223> Variable amino acid 



<220> 

<221> misc__feature 
<222> (559) . . (559) 
<223> Variable amino acid 
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<220> 

<221> misc_f eature 
<222> (579) . . (579) 
<223> Variable amino acid 

<220> 

<221> misc_f eature 
<222> (668) . . (668) 
<223> Variable amino acid 

<220> 

<221> misc_feature 

<222> (871) . . (871) 

<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (950) . . (950) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (997) . . (997) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (1015) . . (1015) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (1272) . . (1272) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (1323) . . (1323) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (1342) . . (1342) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (1396) . . (1396) 
<223> Variable amino acid 

<220> 

<221> misc__feature 
<222> (1423) . . (1423) 
<223> Variable amino acid 

<220> 
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<221> misc_f eature 
<222> (1605) . . (1605) 
<223> Variable amino acid 

<400> 2 

Met Thr Pro Pro Glu Gin Glu Ala Gin Pro Gly Ala Leu Ala Ala Leu 
15 10 15 



His Ala Glu Gly Pro Leu Ala Gly Leu Pro Val Thr Arg Ser Asp Ala 
20 25 30 



Arg Val Leu lie Phe Asn Glu Trp Glu Glu Arg Lys Lys Ser Asp Pro 
35 40 45 



Trp Leu Arg Leu Asp Met Ser Asp Lys Ala lie Phe Arg Arg Tyr Pro 
50 55 60 



His Leu Arg Pro Lys Glu Asp Arg Pro Asp Ala Pro Ser His Ala Glu 
65 70 75 80 



Asp Ala Met Asp Ala Lys Glu Pro Val lie Gly Ser lie Leu Glu Gin 
85 90 95 



Asp Asp His Lys Phe Tyr His Tyr Ser Val Tyr lie Gly Gly Gly Leu 
100 105 110 



Val Met Gly Val Asn Asn Pro Ser Ala Ala Val Cys Gin Ala Thr lie 
115 120 125 



Asp Val Glu Lys Leu His Leu Trp Trp Arg Pro Val Trp Glu Pro Arg 
130 135 140 



Xaa Pro Leu Asp Ser Ala Glu Leu Arg Lys Cys Val Gly Met Thr Val 
145 150 155 160 



Pro Tyr Val Ala Thr Thr Val Asn Cys Tyr Gin Val Cys Cys Trp lie 
165 170 175 



Val Gly lie Lys Asp Thr Trp Leu Lys Arg Ala Lys lie Ser Arg Asp 
180 185 190 



Leu Pro Phe Tyr Ser Pro Val Gin Asp Trp Asn Val Asp Pro Gin Glu 
195 200 205 
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Pro Phe lie Pro Ser Lys Leu Arg Met Val Ser Asp Gly He Leu Val 
210 215 220 



Ala Leu Ser Ala Val He Gly Arg Pro He Lys Asn Leu Leu Ala Ser 
225 230 235 240 



Val Lys Pro Leu Asn He Leu Asn He Val Leu Ser Cys Asp Trp Thr 
245 250 255 



Phe Ser Gly He Val Asn Ala Leu He Leu Leu Ala Glu Leu Phe Asp 
260 265 270 



He Phe Trp Thr Pro Pro Asp Val Thr Xaa Trp Met He Ser He Phe 
275 280 285 



Gly Glu Trp Gin Ala Glu Gly Pro Phe Asp Xaa Ala Leu Asp Val Val 
290 295 300 

Pro Thr Leu Leu Gly Gly He Gly Met Ala Phe Gly Leu Xaa Ser Glu 
305 310 315 320 

Thr He Gly Arg Lys Leu Xaa Ser Thr Asn Ser Ala Leu Lys Ala Ala 
325 330 335 



Gin Glu Met Gly Lys Phe Ala He Glu Val Phe Lys Gin He Met Ala 
340 345 350 

Trp He Trp Pro Ser Glu Asp Pro Val Pro Ala Leu Leu Ser Asn Met 
355 360 365 



Glu Gin Ala He He Lys Asn Glu Cys Gin Leu Glu Asn Gin Leu Thr 
370 375 380 

Ala Met Leu Arg Asp Arg Asn Ala Gly Ala Glu Phe Leu Arg Ser Leu 
385 390 395 400 

Asp Glu Glu Glu Gin Glu Val Arg Lys He Ala Ala Lys Cys Gly Asn 
405 410 415 



Ser Ala Thr Thr Gly Thr Thr Asn Ala Leu Leu Ala Arg He Ser Met 
420 425 430 
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Ala Arg Ala Ala Phe Glu Lys Ala Arg Ala Glu Gin Thr Ser Arg Val 
435 440 445 



Arg Pro Val Val Xaa Met Val Ser Gly Arg Pro Gly lie Gly Lys Thr 
450 455 460 



Cys Phe Cys Gin Asn Leu Ala Lys Arg lie Ala Ala Ser Leu Gly Asp 
465 470 475 480 



Glu Thr Ser Val Gly lie lie Pro Arg Ala Asp Val Asp His Trp Asp 
485 490 495 



Ala Tyr Lys Gly Ala Arg Val Val Leu Trp Asp Asp Phe Gly Met Asp 
500 505 510 



Asn Val Val Lys Asp Ala Leu Arg Leu Gin Met Leu Ala Asp Thr Cys 
515 520 525 



Pro Val Thr Leu Asn Cys Asp Arg lie Glu Asn Lys Gly Lys Met Xaa 
530 535 540 



Asp Ser Gin Val lie He He Thr Thr Asn Gin Gin Thr Pro Xaa Pro 
545 550 555 560 



Leu Asp Tyr Val Asn Leu Glu Ala Val Cys Arg Arg He Asp Phe Leu 
565 570 575 



Val Tyr Xaa Glu Ser Pro Val Val Asp Asp Ala Arg Ala Arg Ala Pro 
580 585 590 



Gly Asp Val Asn Ala Val Lys Ala Ala Met Arg Pro Asp Tyr Ser His 
595 600 605 



He Asn Phe He Leu Ala Pro Gin Gly Gly Phe Asp Arg Arg Glu Thr 
610 615 620 



Pro Pro Thr Val Arg Ala Ser Pro Arg Ser Leu Ala Pro Leu Leu Phe 
625 630 635 640 



Ala Arg Glu Arg Leu Leu Leu Ser Met Ser Ala Met Met He Ser Ala 
645 650 655 
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Ser Arg Thr Arg Ser Met Thr Leu Met Arg Ala Xaa Ser Pro Pro Ser 
660 665 670 



Lys Pro Trp Arg Leu Thr Pro Ala Phe His Gly Thr Lys Trp Gin Leu 
675 680 685 



Leu Gly Ala Lys Gin Trp Gly Cys Thr Cys Val Glu Glu Ala Met His 
690 695 700 



Leu Leu Lys Asp Tyr Glu Val Ala Pro Cys Gin Val lie Tyr Asn Gly 
705 ~ " 710 715 720 



Ala Thr Tyr Asn Val Ser Cys lie Lys Gly Ala Pro Met Val Glu Lys 
725 730 735 



Val Lys Glu Pro Glu Leu Pro Lys Thr Leu Val Asn Cys Val Arg Arg 
740 745 750 



lie Lys Glu Ala Arg Leu Arg Cys Tyr Cys Arg Met Ala Ala Asp Val 
755 760 765 



lie Thr Ser He Leu Gin Ala Ala Gly Thr Ala Phe Ser He Tyr His 
770 775 780 

Gin He Glu Lys Arg Ser Arg Pro Ser Phe Tyr Trp Asp His Gly Tyr 
785 ' 790 795 800 



Thr Tyr Arg Asp Gly Pro Gly Ser Phe Asp He Phe Glu Asp Asp Asp 
805 810 * 815 



Asp Gly Trp Tyr His Ser Glu Gly Lys Lys Gly Lys Asn Lys Lys Gly 
820 825 830 



Arg Gly Arg Pro Gly Val Phe Arg Thr Arg Gly Leu Thr Asp Glu Glu 
835 840 845 



Tyr Asp Glu Phe Lys Lys Arg Arg Glu Ser Arg Gly Gly Lys Tyr Ser 
850 855 860 



He Asp Asp Tyr Leu Ala Xaa Arg Glu Arg Glu Glu Glu Leu Leu Glu 
865 " ~ 870 875 880 
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Arg Asp Glu Glu Glu Ala lie Phe Gly Asp Gly Phe Gly Leu Lys Ala 
885 890 895 



Thr Arg Arg Ser Arg Lys Ala Glu Arg Ala Lys Leu Gly Leu Val Ser 
900 905 910 



Gly Gly Asp lie Arg Ala Arg Lys Pro lie Asp Trp Asn Val Val Gly 
915 920 925 



Pro Ser Trp Ala Asp Asp Asp Arg Gin Val Ala Thr Ala Arg Arg Ser 
930 935 940 



Thr Leu Arg Pro Gin Xaa Pro Ser Gly Pro Val Leu Cys Ser Ser Ala 
945 950 955 960 



Arg Gly Gly Ala Phe Gly Val Ser Gly His Val Phe He Thr Ala Lys 
965 970 975 



His Val Ala Pro Pro Lys Gly Thr Glu He Phe Gly Arg Lys Pro Gly 
980 985 990 



Asp Phe Thr Val Xaa Ser Ser Gly Asp Phe Leu Lys Tyr Tyr Phe Thr 
995 1000 1005 

Ser Ala Val Arg Pro Asp Xaa Pro Ala Met Val Leu Glu Asn Gly 
1010 1015 1020 

Cys Gin Glu Gly Val Val Ala Ser Val Leu Val Lys Arg Ala Ser 
1025 1030 1035 

Gly Glu Met Leu Ala Leu Ala Val Arg Met Gly Ser Gin Ala Ala 
1040 1045 1050 

He Lys He Gly Ser Ala Val Val His Gly Gin Thr Gly Met Leu 
1055 1060 1065 

Leu Thr Gly Ser Asn Ala Lys Ala Gin Asp Leu Gly Thr He Pro 
1070 1075 1080 



Gly Asp Cys Gly Cys Pro Tyr Val Tyr Lys Lys Gly Asn Thr Trp 
1085 1090 1095 
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Val Val He Gly Val His Val Ala Ala Thr Arg Ser Gly Asn Thr 
1100 1105 1110 



Val He Ala Ala Thr His Gly Glu Pro Thr Leu Glu Ala Leu Glu 
1115 1120 1125 



Phe Gin Gly Pro Pro Met Leu Pro Arg Pro Ser Gly Thr Tyr Ala 
1130 1135 1140 



Gly Leu Pro He Ala Asp Tyr Gly Asp Ala Pro Pro Leu Ser Thr 
1145 1150 1155 



Lys Thr Met Phe Trp Arg Thr Ser Pro Glu Lys Leu Pro Pro Gly 
1160 1165 1170 



Ala Trp Glu Pro Ala Tyr Leu Gly Ser Lys Asp Glu Arg Val Asp 
1175 1180 1185 



Gly Pro Ser Leu Gin Gin Val Met Arg Asp Gin Leu Lys Pro Tyr 
1190 1195 1200 



Ser Glu Pro Arg Gly Leu Leu Pro Pro Gin Glu He Leu Asp Ala 
1205 1210 1215 



Val Cys Asp Ala He Glu Asn Arg Leu Glu Asn Thr Leu Glu Pro 
1220 1225 1230 



Gin Lys Pro Trp Thr Phe Lys Lys Ala Cys Glu Ser Leu Asp Lys 
1235 1240 1245 



Asn Thr Ser Ser Gly Tyr Pro Tyr His Lys Gin Lys Ser Lys Asp 
1250 1255 1260 



Trp Thr Gly Ser Ala Phe He Gly Xaa Leu Gly Asp Gin Ala Thr 
1265 1270 1275 



His Ala Asn Asn Met Tyr Glu Met Gly Lys Ser Met Arg Pro He 
1280 1285 1290 



Tyr Thr Ala Ala Leu Lys Asp Glu Leu Val Lys Pro Asp Lys He 
1295 1300 1305 
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Tyr Gly Lys lie Lys Lys Arg Leu Leu Trp Gly Ser Asp Leu Xaa 
1310 1315 1320 



Thr Met lie Arg Ala Ala Arg Ala Phe Gly Pro Phe Cys Asp Ala 
1325 1330 1335 



Leu Lys Glu Xaa Cys lie Phe Asn Pro lie Arg Val Gly Met Ser 
1340 1345 1350 



Met Asn Glu Asp Gly Pro Phe lie Phe Ala Arg His Ala Asn Phe 
1355 1360 1365 



Arg Tyr His Met Asp Ala Asp Tyr Thr Arg Trp Asp Ser Thr Gin 
1370 1375 1380 



Gin Arg Ala lie Leu Lys Arg Ala Gly Asp He Met Xaa Arg Leu 
1385 1390 1395 



Ser Pro Glu Pro Asp Leu Ala Arg Val Val Met Asp Asp Leu Leu 
1400 1405 1410 



Ala Pro Ser Leu Leu Asp Val Gly Asp Xaa Lys He Val Val Glu 
1415 1420 1425 



Glu Gly Leu Pro Ser Gly Cys Pro Cys Thr Thr Gin Leu Asn Ser 
1430 1435 1440 

Leu Ala His Trp He Leu Thr Leu Cys Ala Met Val Glu Val Thr 
1445 1450 1455 



Arg Val Asp Pro Asp He Val Met Gin Glu Ser Glu Phe Ser Phe 
1460 1465 1470 



Tyr Gly Asp Asp Glu Val Val Ser Thr Asn Leu Glu Leu Asp Met 
1475 1480 1485 

Val Lys Tyr Thr Met Ala Leu Arg Arg Tyr Gly Leu Leu Pro Thr 
1490 1495 1500 



Arg Ala Asp Lys Glu Glu Gly Pro Leu Glu Arg Arg Gin Thr Leu 
1505 1510 1515 
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Gin Gly lie Ser Phe Leu Arg Arg Ala lie Val Gly Asp Gin Phe 
1520 1525 1530 



Gly Trp Tyr Gly Arg Leu Asp Arg Ala Ser lie Asp Arg Gin Leu 
1535 1540 1545 



Leu Trp Thr Lys Gly Pro Asn His Gin Asn Pro Phe Glu Thr Leu 
1550 1555 1560 



Pro Gly His Ala Gin Arg Pro Ser Gin Leu Met Ala Leu Leu Gly 
1565 1570 1575 



Glu Ala Ala Met His Gly Glu Lys Tyr Tyr Arg Thr Val Ala Ser 
1580 1585 1590 



Arg Val Ser Lys Glu Ala Ala Gin Ser Gly He Xaa Met Val Val 
1595 1600 1605 



Pro Thr Pro Pro He Cys Phe Ala Leu Gly Ala Leu Trp Asn Asn 
1610 1615 1620 



Gly Cys 
1625 



<210> 3 
<211> 541 
<212> PRT 

<213> Murine Norovirus type 1 



<220> 

<221> misc_feature 

<222> (32) . . (32) 

<223> Variable amino acid 

<220> 

<221> misc_f eature 

<222> (52) . . (52) 

<223> Variable amino acid 

<220> 

<221> misc_f eature 
<222> (106) . . (106) 
<223> Variable amino acid 

<220> 

<221> misc_feature 
<222> (291) . . (291) 
<223> Variable amino acid 



16 



<400> 3 

Met Arg Met Ser Asp Gly Ala Ala Pro Lys Ala Asn Gly Ser Glu Ala 
15 10 15 



Ser Gly Gin Asp Leu Val Pro Ala Ala Val Glu Gin Ala Val Pro Xaa 
20 25 30 



Gin Pro Val Ala Gly Ala Ala Leu Ala Ala Pro Ala Ala Gly Gin lie 
35 40 45 



Asn Gin He Xaa Pro Trp He Phe Gin Asn Phe Val Gin Cys Pro Leu 
50 55 60 

Gly Glu Phe Ser lie Ser Pro Arg Asn Thr Pro Gly Glu He Leu Phe 
65 70 75 80 

Asp Leu Ala Leu Gly Pro Gly Leu Asn Pro Tyr Leu Ala His Leu Ser 
85 90 95 



Ala Met Tyr Thr Gly Trp Val Gly Asn Xaa Glu Val Gin Leu Val Leu 
100 105 HO 

Ala Gly Asn Ala Phe Thr Ala Gly Lys Val Val Val Ala Leu Val Pro 
115 120 125 



Pro Tyr Phe Pro Lys Gly Ser Leu Thr Thr Ala Gin He Thr Cys Phe 
130 135 140 



Pro His Val Met Cys Asp Val Arg Thr Leu Glu Pro He Gin Leu Pro 
145 150 155 160 

Leu Leu Asp Val Arg Arg Val Leu Trp His Ala Thr Gin Asp Gin Glu 
165 170 175 



Glu Ser Met Arg Leu Val Cys Met Leu Tyr Thr Pro Leu Arg Thr Asn 
180 185 190 



Ser Pro Gly Asp Glu Ser Phe Val Val Ser Gly Arg Leu Leu Ser Lys 
195 200 205 



Pro Ala Ala Asp Phe Asn Phe Val Tyr Leu Thr Pro Pro He Glu Arg 
210 215 220 
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Thr lie Tyr Arg Met Val Asp Leu Pro Val lie Gin Pro Arg Leu Cys 
225 230 235 240 



Thr His Ala Arg Trp Pro Ala Pro Val Tyr Gly Leu Leu Val Asp Pro 
245 250 255 



Ser Leu Pro Ser Asn Pro Gin Trp Gin Asn Gly Arg Val His Val Asp 
260 265 270 



Gly Thr Leu Leu Gly Thr Thr Pro lie Ser Gly Ser Trp Val Ser Cys 
275 280 285 



Phe Ala Xaa Glu Ala Ala Tyr Lys Phe Gin Ser Gly Thr Gly Glu Val 
290 295 300 



Ala Thr Phe Thr Leu lie Glu Gin Asp Gly Ser Ala Tyr Val Pro Gly 
305 310 315 320 



Asp Arg Ala Ala Pro Leu Gly Leu Pro Arg Phe Leu Trp Ala Thr Gly 
325 330 335 



Asp Arg Gly Pro Asp Arg Asp His Gin Asp Trp Arg Gin Ala Gin Gly 
340 345 350 



His His Phe Glu Met lie Leu Gly Pro Thr Thr Asn Ala Asp Gin Ala 
355 360 365 



Pro Tyr Gin Gly Arg Val Phe Ala Ser Val Thr Ala Ala Ala Ser Leu 
370 375 380 



Asp Leu Val Asp Gly Arg Val Arg Ala Val Pro Arg Ser lie Tyr Gly 
385 390 395 400 



Phe Gin Asp Thr lie Pro Glu Tyr Asn Asp Gly Leu Leu Val Pro Leu 
405 410 415 



Ala Pro Pro lie Gly Pro Phe Leu Pro Gly Glu Val Leu Leu Arg Phe 
420 425 430 



Arg Thr Tyr Met Arg Gin lie Asp Thr Ala Asp Ala Ala Ala Glu Ala 
435 440 445 
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He Asp Cys Ala Leu Pro Gin Glu Phe Val Ser Trp Phe Ala Ser Asn 
450 455 460 



Ala Phe Thr Val Gin Ser Glu Ala Leu Leu Leu Arg Tyr Arg Asn Thr 
465 470 475 480 



Leu Thr Gly Gin Leu Leu Phe Glu Cys Lys Leu Tyr Asn Glu Gly Tyr 
485 490 495 



He Ala Leu Ser Tyr Ser Gly Ser Gly Pro Leu Thr Phe Pro Thr Asp 
500 505 510 



Gly He Phe Glu Val Val Ser Trp Val Pro Arg Leu Tyr Gin Leu Ala 
515 520 525 



Ser Val Gly Ser Leu Ala Thr Gly Arg Met Leu Lys Gin 
530 535 540 



<210> 4 
<211> 208 
<212> PRT 

<213> Murine Norovirus type 1 
<400> 4 

Met Ala Gly Ala Leu Phe Gly Ala He Gly Gly Gly Leu Met Gly He 
15 10 15 



He Gly Asn Ser He Ser Asn Val Gin Asn Leu Gin Ala Asn Lys Gin 
20 25 < 30 



Leu Ala Ala Gin Gin Phe Gly Tyr Asn Ser Ser Leu Leu Ala Thr Gin 
35 40 45 



He Gin Ala Gin Lys Asp Leu Thr Leu Met Gly Gin Gin Phe Asn Gin 
50 55 60 



Gin Leu Gin Thr Asn Ser Phe Lys His Asp Leu Glu Met Leu Gly Ala 
65 70 75 80 



Gin Val Gin Ala Gin Ala Gin Ala Gin Glu Asn Ala He Asn He Lys 
85 90 95 



Thr Ala Gin Leu Gin Ala Ala Gly Phe Ser Lys Thr Asp Ala Thr Arg 
100 105 HO 
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Leu Ala Leu Gly Gin Gin Pro Thr Arg Ala Val Asp Trp Ser Gly Thr 
115 120 125 



Arg Tyr Tyr Thr Ala Asn Gin Pro Val Thr Gly Phe Ser Gly Gly Phe 
130 135 140 



Thr Pro Thr Tyr Thr Pro Gly Arg Gin Val Thr Ser Arg Pro Val Asp 
145 150 155 160 



Thr Ser Pro Leu Pro lie Ser Gly Gly Arg Leu Pro Ser Leu Arg Gly 
165 170 175 



Gly Ser Trp Ser Pro Arg Asp His Thr Pro Ala Thr Gin Gly Thr Tyr 
180 185 190 



Thr Asn Gly Arg Phe Val Ser Leu Pro Lys lie Gly Ser Ser Arg Ala 
195 200 205 



<210> 5 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223 > Primer 
<400> 5 

tccaggatga catagtccag gggcg 25 

<210> 6 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 6 

tgggatgatt tcggcatgga caacg 25 

<210> 7 
<211> 52 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
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<400> 7 

gtggtgctcg agtgcggccg caagctttat tattgtttga gcattcggcc tg 



<210> 8 
<211> 56 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 8 

atccgaattc tagatgcacc accaccacca ccacatgagg atgagtgatg gcgcag 



<210> 9 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 9 

cggaattcgg atgaggatga gtgatggcgc a 



<210> 10 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 10 

tctcgacaag cttttattgt ttgagcattc ggcct 



<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 11 

ccaaaagcca atggctctga 



<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 12 

agttgaatgg gctccagggt 

<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 13 

ccgccgggca aattaaccaa 



<210> 14 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 14 

aggtgggcaa ggtaggggtt a 



<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 15 

gcgcagcgcc aaaagccaat 

<210> 16 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 16 

gagtcctttg gcatgctacc cagg 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 17 

gccgccgggc aaattaacca 



<210> 18 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 18 

ggcttaaccc ctaccttgcc ca 



<210> 19 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 19 

cagtgccagc cctcttat 



<210> 20 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 20 

gtcccttgat gaggagga 



<210> 21 
<211> 41 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 21 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa 
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<212> DNA 

<213> Murine Norovirus type 1 
<400> 22 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa at 



<210> 23 
<211> 54 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 23 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac cccc 



<210> 24 
<211> 65 
<212> DNA 

<213> Murine Norovirus type 1 
<220> 

<221> misc_f eature 

<222> (30) . . (30) 

<223> n is a, c, g, or t 

<220> 

<221> tnisc_feature 

<222> (33) . . (33) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (43) . . (43) 

<223> n is a, c, g, or t 

<400> 24 

ggaaagatgt ttgactctca ggtcattatn atnaccacaa atnaacaaac ccccgcgccc 
ctgga 



<210> 25 
<211> 64 
<212> DNA 

<213> Murine Norovirus type 1 



<220> 

<221> misc_f eature 

<222> (43) . . (43) 

<223> n is a, c, g, or t 

<400> 25 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atnaacaaac ccccgcgccc 



ctgg 



24 



<210> 26 
<211> 70 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 26 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 
ctggactatg 



60 
70 



<210> 27 
<211> 73 
<212> DNA 

<213> Murine Norovirus type 1 



<220> 

<221> misc_f eature 

<222> (43) . . (43) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (64) . . (65) 

<223> n is a, c, g, or t 



<400> 27 

ggaaagatgc ttgactctca ggtcattatc atcaccacaa atnaacaaac ccccgcgccc 6 0 

ctgnnctatg tea 73 



<210> 28 

<211> 77 

<212> DNA 

<213> Murine Norovirus type 1 



<400> 28 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 
ctggactatg tcaacct 



60 
77 



<210> 29 
<211> 77 
<212> DNA 

<213> Murine Norovirus type 1 



<400> 29 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 



ctggactatg tcaacct 



60 
77 
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<210> 30 
<211> 79 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 30 

ggaaagatgc ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 60 
ctggactatg tcaacctgg 79 

<210> 31 
<211> 79 
<212> DNA 

<213> Murine Norovirus type 1 



<400> 31 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 
ctggactatg tcaacctgg 



<210> 32 
<211> 79 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 32 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 



ctggactatg tcaacctgg 



<210> 33 
<211> 79 
<212> DNA 

<213> Murine Norovirus type 1 



<400> 33 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 
ctggactatg tcaacctgg 



<210> 34 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 34 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 



60 
79 



60 
79 



60 
79 



60 



ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 

127 

agccctg 
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<210> 35 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 35 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 
agccctg 127 

<210> 36 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 36 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 
agccctg 127 

<210> 37 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 37 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 
agccctg 

<210> 38 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 38 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 
agccctg 127 



127 



<210> 39 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
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<400> 39 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 



60 



ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgatgag 



120 



agccctg 



127 



<210> 40 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 40 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 
agccctg 127 



<210> 41 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 41 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 120 
agccctg 127 



<210> 42 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 42 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 
agccctg 



<210> 43 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 



<400> 43 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 



ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 



60 
120 
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agccctg 

<210> 44 J} 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<220> 

<221> misc_feature 

<222> (24) . . (24) 

<223> n is a,, c, g, or t 

<400> 44 

ggaaagatgt ttgactctca ggtnattatc atcaccacaa atcaacaaac ccccgtgccc 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgctgag 
agccctg 

<210> 45 
<211> 127 
<212> DNA 

<213> Murine Norovirus type 1 
<400> 45 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgtgccc 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgatgag 
agccctg 



<210> 46 
<211> 117 
<212> DNA 

<213> Murine Norovirus type 1 



<220> 

<221> misc__f eature 

<222> (73) . . (73) 

<223> n is a, c, g, or t 

<400> 46 

ggaaagatgc ttgactctca ggtcattatc ataccacaaa tcaacaaacc cccgcgccct 
ggactatgtc aanctggagg cggtctgccg ccgcatagat ttcctggttt atgctga 



<210> 47 

<211> 124 

<212> DNA 

<213> Murine Norovirus type 1 
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<220> 

<221> misc_f eature 

<222> (75) . . (75) 

<223> n is a # c, g, or t 

<400> 47 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 60 

ctggactatg tcaanctgga ggcggtctgc cgccgcatag atttcgttta tgatgagagc 120 

cctg 124 

<210> 48 
<211> 119 
<212> DNA 

<213> Murine Norovirus type 1 
<220> 

<221> misc_feature 

<222> (75) . . (75) 

<223> n is a, c, g, or t 

<400> 48 

ggaaagatgt ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgcgccc 60 
ctggactatg tcaanctgga ggcggtctgc cgccgcatag atttcctggt ttatgctga 119 

<210> 49 
<211> 127 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Consensus sequence 
<400> 49 

ggaaagatgy ttgactctca ggtcattatc atcaccacaa atcaacaaac ccccgygccc 60 
ctggactatg tcaacctgga ggcggtctgc cgccgcatag atttcctggt ttatgmtgag 12 0 
agccctg 127 



<210> 50 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Illustrative MNV-1 ORF1 motif 



<220> 

<221> misc feature 



<222> (2) . . (3) 

<223> Variable amino acid 



<220> 

<221> misc_f eature 

<222> (5) . . (5) 

<223> Variable amino acid 

<400> 50 

Gly Xaa Xaa Gly Xaa Gly Lys Thr 
1 5 



<210> 51 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Illustrative MNV-1 ORF1 motif 

<400> 51 

Gly Asp Cys Gly 

1 



<210> 52 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Illustrative MNV-1 ORF1 motif 

<400> 52 

Lys Asp Glu Leu 

1 



<210> 53 
<211> 4 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Illustrative MNV-1 ORF1 motif 

<400> 53 

Gly Leu Pro Ser 

1 



<210> 54 
<211> 4 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Illustrative MNV-1 ORF1 motif 

<400> 54 

Tyr Gly Asp Asp 

1 



